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STR Marker Profile for the SUM44PE Cell Line
	SUM44PE
	ID: 28061A1

	Marker
	Allele Size 
	Expected Alleles
Asterand #: 28061A1

	Amelogenin
	X
	X

	CSF1PO
	11, 12
	11, 12

	D13S317
	9
	9

	D16S539
	11
	11

	D5S818
	11
	11

	D7S820
	9, 11
	9, 11

	TH01
	6, 9
	6, 9

	TPOX
	8
	8

	vWA
	15, 17
	15, 17


The SUM44PE cell line was developed from a pleural effusion from a patient with ER positive (highly positive) and PR negative breast cancer. The cell line is immortal and expresses luminal cytokeratins 8, 18, and 19 consistent with their origin from luminal breast epithelial cells.  SUM-44PE cells are a very slow growing cell line, with population doubling times as much as 200 hours or more.  In addition, this cell line has a strict density dependence for growth in culture.  Thus, splitting these cells at high split ratios (1:3 or lower) and only when the cells are highly confluent is critical to maintain these cells.  Once cells plated at lower densities stop proliferating, it is difficult to impossible to get them to grow again.  SUM-44PE cells exhibit a classic gene amplification cassette at the 8p11-p12 locus.  The FGFR1 gene is in this region and is amplified in these cells.  However, FGFR1 protein is NOT expressed in these cells and they are unresponsive to FGFR inhibitors.  Thus, FGFR1 does not contribute to proliferation in culture of SUM-44PE cells.  Other oncogenes from this region, including WHSC1L1, have been shown to be driving oncogenes in these cells.  SUM-44PE cells are P53 wild-type.
Specifications:
	Cell Source
	Pleural Effusion

	ER/PR Status
	ER+/PR- 

	Culture Media
	Serum-Free Ham's F-12 with Ethanolamine
, HEPES, Hydrocortisone, Insulin, Sodium Selenite
, apo-Transferrin and Triiodo Thyronine added

	Oncogene amplification
	CCND1, Whsc1L1

	TGF-beta response
	Intermediate sensitivity

	ERBB receptor status
	EGFR -ve
, ERBB-2, 3, 4 +ve



�List all of these or simply state ‘Serum-free Ham’s F-12 with supplements?


�I think the latter is fine as long as it is clear that going serum-free absolutely requires all of the supplements.


�Can we delete the ‘ve’ and just indicate + or – for positive and negative, respectively?


�For these genes/ proteins, we need to make clear when gene amplification is present or absent, and then indicate positive or negative expression by western blot, but yes, + or – is fine.
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